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LETTER TO THE EDITOR

NEW CLASSIFICATION FOR Toxoplasma gondii

Claudio Bruno Silva de Oliveira

Dear Editor,

I have been following the latest publications in the field of  parasitology 
and have noticed that, despite the changes in the group that host the parasite 
Toxoplasma gondii that have been suggested since 2012 (Adl et al. 2012), many 
articles in several journals have not been updated (Liempi et al. 2014; Ning et 
al. 2015; Lorenzi et al. 2016). This can be explained by a certain protectionism 
regarding the form that has been used for several years. However, it is important 
to consider that this  can also be due to some unfamiliarity with the current 
classification of eukaryotes and protozoa.

Classically this protozoan is classified within the Protista kingdom, 
Apicomplexa phylum, Sporozoasida class, Eucoccidiorida order, Sarcocystidae 
family, and Toxoplasma genus (Current et al. 1990). This classification has 
been used for many decades, and it is well accepted by research groups in the 
area. Recently, however, Adl et al. (2012) seeking to standardize and organize 
different groups of eukaryotes, mainly protists, suggested a new classification 
based on phylogenetic and ultra-structural similarity. Now Toxoplasma 
gondii appears within a super group called SAR comprising: Stramenopiles, 
Alveolata, and Rhizaria. More precisely, it appears inside the Alveolata 
group (first group); among Alveolata it is classified as Apicomplexa (second 
group); among the Apicomplexa it is classified as Conoidasida (third group); 
among these it is classified as Coccidia (fourth group); and finally among 
the Coccidia it is part of Eimeriorina group (fifth group), along with other 
associated parasites such as Cyclospora and Neospora. These authors argue 
that a large number of new molecular tools have produced data that require a 
new and more robust model to suit the new information. In this sense, the new 
classification will accommodate the recent changes with more stability in the 
future (Adl et al. 2012).
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It is quite understandable that after so long, such a significant change in 
a well-established classification, should take time to be accepted by the expert 
community in the area. Thus, articles dealing with this update are fundamental 
to spread this new classification. Therefore, I hope to have helped the readers 
of this journal to be better informed and thus standardize how they refer to this 
important parasite.
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